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HIBIARA T BT B 28897 o AEB N v AR
A — B e H A (RN Sem) . 3R
BFARFENG , 7E 10 min N AT TG BORE , T GBS
T ¥ PBS i I v FH ) 4k A% 5T, IR A Trizol HY o
FESAE R A P ARATE . Tk 42 6], Lotk 32 ), A5 %
43 ~ 80 %, SEIJAERA (65.75 +5.93) % . Dukes 433 :
A 1061, B A 3461, CHH30 651, DI O G, kiR R
7« 25 i 9ea 36 49, B9 38 151 . BT AT 90 ) 44 2 B
WESE , RBTI R TAIF 88T o B R e i
JEoF SV HE Y g5 UL 1. 215 8 T BB
P ZE 51 2 (A E (No.2018APH-YNO3) , 34545 T
i 255 B ANE R

W1l s KgfEdafHEfesdR
(A)FI(D) g I H T 4 4 HE Y (0 5 (B—C)FI(E-F) Ay [7]— i
BRI o2 HE Ye g B, (B)FI(E) M 574144, (C)

FE) F i

1.2 RNAFREZ FH R HEFPCR(QRT-PCR)#M]

K FH Trizol 2 $E B S i 98 , 9 59 41 21 Kk A28
75 B BRI Y RNA, ] 52 45 2H 219 RNA ¥ %, 0D260
K2 OD280H . F%H4 TIANGEN InRcute IncRNA ¢cDNA
55— 5 A B S U I R A5 AN 2L S RNA 3
% 5% h cDNA; T DL eDNA R BB o il 45 20 pL
SYBR Green qRTPCR kit (TR LR 25 FR 2 w))
JZ % 4 Z : eDNA (500 ng/20 wL) : 1pL; 514 (10
pmol/1) : 0.6 wL;2 x SYBR 4% {5, PCR TG 9 wl;
JC RNase 7K 8.4 wLo J W 45 :95 °C 2 min il #4,
95 °C 15 s 484,55 °C 30 s 1Bk, 68 °C 30 s #EK: , 40
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THE IR KR R 5 4 4 CCATL 133k, X
SO ZE R T AL AT o

*1  BIFH (HHEESEHAR)
Sequence

5’-TCACTGACAACATCGACTTTGAAG-3’
5’—-GGAGAAAACGCTTAGCCATACAG-3’

5’ -TGTTGCCATCAATGACCCCTT-3’

5’—CTCCACGACGTACTCAGCG-3’

Name
CCAT1 Forward
CCAT1 Reverse
GAPDH Forward
GAPDH Reverse
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it #r , 22 Kl A Graphpad prism 6.0 f2 Adobe
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mRNA expression
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ZE 14 (1 3C) & CA19-9(H {74437 U/mL., <37 U/mL
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%2 CCAT1 ik 58 I RAFAE T X &
Clinical data Case (n) Pvalue
Gender 0.496
Male 40
Female 34
Age 0.184
<65Y0 20
=65Y0 54
Tumorsize 0.876
<5cm 38
=5cm 36
Local invasion depth 0.0002
T1/T2 18
T3/T4 56
Dukesstaging 0.0001
A/B 44
C/D 30
Vascularinvasion 0.0001
NO 54
Yes 20
CEA(ng/mL) 0.062
<6.5 30
=6.5 44
CA19-9 (U/mL) 0.0005
<37 (U/mL) 50
=37 (U/mL) 24
(1\ ) ap TI/T;:O.oooz- o (B 3.0 - __p=0.0001
5.5 . 251
EE 210
¥ 2% 05
E . &E g0
Local invasion depth Dukes staging
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30 . p=0.0001__ 30 _p=0.0005
E .25 > g 25
8% 20 805 2.0
£E15 fg s
£z 2% o
#Eoo #E 00 -
Vascular invasion CA19-9
3 (A)CCATITE R R EE 21 P B AR X 2 1A 7K -
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989 Wl i 57 L 45 FhAE A% RNA , f33% /)N RNA (miRNA
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S TR N Y Z2 Ol Iebig 19 A Ak e K IS 3 DDA
o HE HFTX LncRNA CCAT 155 i3 # 56 9 43
FHLHIBESE 8 AR AW IG JR £ B %
WA HAE K Wi ek Rerh VR T, A B2 R
8 12 Je TR AR T ER (3228 K ]
S Ak
[TJIARC. Latest global cancer data: cancer burden rises to 19.3
miuion new cases and 10.0 miuion cancer deuths in 2020.
[2]Sung H, Ferlay J, Siegel RL, et al. Global cancer statistics
2020:GLOBOCAN estimates of incidence and mortality world—
wide for 36 Cancers in 185 countries[J]. CA Cancer J Clin, 2021,
71(3):209-249
[3]Ponting CP, Oliver PL, Reik W. Evolution and functions of
long noncoding RNAs[J]. Cell, 2009,136(4) :629-641
[4]Ulitsky I, Bartel DP. lincRNAs: genomics, evolution, and
mechanisms[]J]. Cell, 2013,154(1):26-46
[SINissan A, Stojadinovic A, Mitrani RS, et al. Colon cancer
associated transcript— 1: a novel RNA expressed in malignant
and pre—malignant human tissues[J]. Int J Cancer, 2012, 130
(7):1598-1606
[6]Yang F', Xue X, Bi J, et al. Long noncoding RNA CCAT1,
which could be activated by ¢—Myc, promotes the progression
of gastric carcinoma[J]. ] Cancer Res Clin Oncol, 2013,139(3):
437-445

< 271 -

[7]Deng L, Yang SB, Xu FF, et al. Long noncoding RNA CCAT1
promotes hepatocellular carcinoma progression by functioning
as let=7 sponge[J]. J Exp Clin Cancer Res, 2015,34(1):18-19

[8]Zhai X, Xue Q,Liu Q,et al. Colon cancer recurrence—associated
genes revealed by WGCNA co—expression network analysis[J].

Mol Med Rep, 2017,16(5):6499-6505

[9]Chen J, Zhang K, Song H, et al. Long noncoding RNA CCAT1
acts as an oncogene and promotes chemoresistance in docetaxel—
resistant lung adenocarcinoma cells[J]. Oncotarget, 2016, 7(38):
62474-62489

[10]0zawa T, Matsuyama T, Toiyama Y, et al. CCATI and
CCAT2 long noncoding RNAs, located within the 8q.24.21
'gene desert', serve as important prognostic biomarkers in
colorectal cancer[J]. Ann Oncol, 2017,28(8):1882-1888

[11]Chen DL, Chen LZ, Lu YX, et al. Long noncoding RNA
XIST expedites metastasis and modulates epithelial- mesen—

chymal transition in colorectal cancer{]]. Cell Death Dis, 2017,8
(8):¢3011

[12]Chen X, Zhu H, Wu X, et al. Downregulated pseudogene

CTNNAP1 promote tumor growth in human cancer by downreg—
ulating its cognate gene CTNNA1 expression[J]. Oncotarget,
2016,7(34):55518-55528

[13]Guttman M, Amit I, Garber M, et al. Chromatin signature
reveals over a thousand highly conserved large non— coding
RNAs in mammals[J]. Nature, 2009 ,458(7235):223-227

[14]Kopp F, Mendell JT. Functional classification and experi—
mental dissection of long noncoding RNAs|J]. Cell, 2018, 172
(3):393-407

[15]He X, Tan X, Wang X, et al. C—Myc—activated long noncoding
RNA CCAT1 promotes colon cancer cell proliferation and

invasion[J]. Tumour Biol, 2014, 35( 12):12181-12188

(1613, gkl A . AR OGS IR 1 1 RIKTESS H
I LS A R T PP R O A L. R E R R AR A
SRRIEMR, 2015,35(7):1008-1012

B S e s S e e S e S S e e S S e e i e S e e S

(L% 261 )

(61245t , A~ , 55 F0 H 35, 45 LWk 2 H HPLC 5 80 &%
WFFE). T 2hkA, 2020,12(5): 1154-1159

(7125, E R, SRR TR , 25 . — 0 2231 Rl Ik 2 Ukt
TR OFPBLATI]. HZY,2020,42(5) : 1129-1134

[81F A48, Wi, mi/N 7, 25 \BRITE B Ak 2 A2y JaT
U] P E 25445 ,2020,45(9) : 2063-2072

(914 BLHH MG I | S HeLT S5 . sb OBk i S B A ST ).
Hp ] S2G T 2R A, 2006,12(3) :29-31

[LOMZICHAAE , BB AR IS , 55 . 22548707 L
SRR UERT S]] B2 PR [E 24,2017, 28(4) : 879-881

[LLIRRYE , ARG EE, Bl bPE, 55 . LA AR SR = I H vl 3= 22
IR RWFFT]. 5 2Y,2017,48(2) :339-344

(12230, BUIR o . 1 20 M fe RS A e 7 15 (R v TLT-4
S RAEHOIE PR3 0 E A SR (D). TP R, 2005, 12(6)
545-550
[131AR R, 2EEIH , Z51R 5%, 45 . T UPLC-LTQ-Orbitrap 18 i
20 2 AR PR [R] 7 b 2 3 4 43 LA 5[] HH 2484, 2020,
43(2):309-313
(14190 & BRIGESE , XRET , 55 B T o1k N " 24k
W IO LH DI I 24 AR Jo b i ) 2 I B B R AN AR .
H#25,2019,50(19) :4562-4568

[L5]E TR A5t , oy, 45 ) 2 (R R0 ) 18 IAT AU 43 1)
BFoE[)). TRz, 1987,18(11) :2-4



