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[Abstract] Objective To study the expression of Trih3 gene in rat testis at different periods. Methods The expression of
Trib3 gene in rat spermatogenesis was observed by RT-PCR, Western Blot and immunohistochemistry. Results mRNA expres—
sion in wild type rats was higher from 2 to 12 days after birth, and reached its peak on 4 days. There was no significant difference
between 14~16 days of age and 2~12 days of age (P >0.05); The expression was significantly decreased at 20~35 days of age
compared with 14—16 days of age (P<0.05); The expression level was significantly increased at 40~65 days of age compared
with 20~35 days of age (P< 0.05). Trib3 protein was highly expressed at 2~12 days of age. The expression level was significant—
ly decreased at 14—16 days of age compared with 2~12 days of age (P<0.05); There was no significant difference in Trib3 ex—
pression between 20~35 days of age and 14~16 days of age (P > 0.05); The expression level was significantly increased at 40~
65 days of age compared with 20~35 days of age (P<0.05). Immunohistochemical results showed that Trib3 was mainly ex—
pressed in the cytoplasmic part of spermatogonial stem cells and some interstitium of testis. Conclusions Trib3 gene may be in—
volved in the proliferation of spermatogonial stem cells.
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tissue and negative control of rats aged days of 5, 12,
18, 29, and 40
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A: Immunohistochemical staining of testicular tissue from 5—-day—
old rats (10 x 40); B: immunohistochemical staining of testicular
tissue of 12— day—- old rats (10 x 40); C: immunohistochemical
staining of testicular tissue of 18—day—old rats (10 x 40); D:Immu-—
nohistochemical staining of testicular tissue of 29— day- old rats
(10 x 40); E: immunohistochemical staining of testicular tissue
from 40— day—old rats (10 x 40); F: negative control staining of
wild—type rat testis tissue at 40 days of age (10 x 40)
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